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Abstract: Over the years, multidrug-resistant Escherichia coli has contributed to the development of 

extended-spectrum beta-lactamase (ESBLs), which evolved primarily from poultry in every corner of 

the world. The unregulated use of antibiotics commonly administered to poultry products to prevent 

any subclinical infections that lead to multidrug resistance (MDR) that is due to acquired bacteria 

resistance. The main aim of this study is to investigate the prevalence in Malaysia of multidrug-resistant, 

extended-spectrum beta-lactamase (ESBL) producing E.coli from poultry country chicken and country 

eggs. In several states of Malaysia, fifty samples from country chicken and country chicken eggs were 

extracted randomly from chosen poultry. The sample was taken from May to June 2019. The samples 

were tested using traditional microbiological techniques for the presence of E. coli. Antibiotics 

susceptibility test using 5 forms of β-lactam antibiotics was used using the double-disk diffusion 

screening, and confirmation of the test is performed by a combination disk diffusion process to establish 

the strains generating the ESBL. Although, the phenotypic characterization of bla TEM and bla CTX-

M ESBL was carried out using PCR and SDS methods. Twenty of the fifty samples collected were 

classified as E.coli (20/50), suggesting 40%. The results of the distribution of the β-lactamases genes 

were reported as bla TEM, bla CTX-M with results of 75% (3/4), and 100% (4/4), respectively. The 

findings indicate a high prevalence of multidrug resistance as the most prevalent of all ESBL genes in 

ESBL infections with CTX-M genes. Consequently, effective monitoring of MDR infections, in 

particular resistance to β-lactamases in poultry chicken, can predict the potential for ESBL infections 

in humans and animals. 
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